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Failure to detect Mycobacterium 
lepromatosis as a cause of 
leprosy in 85 Chinesepatients

Sir,
Leprosy was long believed to be caused by a 
single pathogenic agent, Mycobacterium leprae 
until 2008, when a new species named Mycobacterium 
lepromatosis was identified to cause diffuse 
lepromatous leprosy (DLL) in a Mexican population.[1] 
M. lepromatosis has also been reported in other forms 
of leprosy, or as a dual infection with M. leprae.[2] Apart 
from Mexico, there are also reports of the new species 
from Singapore and Canada.[3] This study aimed to 
identify the existence of M. lepromatosis in Chinese 
leprosy patients.

We performed genetic analysis of the organism in 
85 Chinese leprosy cases in Shandong province 
(tuberculoid leprosy [TT] n = 2; borderline tuberculoid 
leprosy [BT] n = 5; borderline lepromatous leprosy 
[BL] n = 34 and lepromatous leprosy [LL] n = 44). 
DNA was extracted from archived formalin‑fixed 
and paraffin‑embedded skin biopsy specimens. The 
16S rRNA gene of Mycobacterium was selected as the 
polymerase chain reaction (PCR) target. Two rounds 
of semi‑nested PCRs were performed. The amplicons 
were examined by electrophoresis, then products were 
purified and directly sequenced.

Of the 85 skin biopsies of leprosy patients, 72 (84.7%) 
were confirmed to be infected by mycobacteria 
by the first‑round PCR analyses. All of the 
mycobacteria‑positive samples were identified to be 
infected with M. leprae, while the other 13 patients 
were PCR‑negative. The PCR‑negative result might 
be due to DNA fragmentation that occurs during 
formalin fixation and paraffin embedment of tissue 
which may not allow successful amplification if DNA 
is insufficient. We could not identify any sample 
infected with M. lepromatosis in the second‑round 
PCR analyses.

One reason for the negative result may be related to 
the geographic variability of species. The regional 
difference in the distribution of M. lepromatosis 
and M. leprae may be a reason for the remarkable 
geographic variation of different forms of leprosy. 
For example, in Africa, nearly 90% of cases are 
tuberculoid (TT) leprosy, in North America 90% 
of cases are lepromatous leprosy (LL); whereas 
in Southeast Asia, the two forms are equally 
distributed.[4] Because there is a marked variation 
in clinical types of leprosy between China and 
Mexico, it is possible that M. lepromatosis might not 
exist in China. Moreover, M. lepromatosis was first 
discovered in diffuse lepromatous leprosy (DLL), 
which manifests as a diffuse cutaneous infiltrate 
with no nodule or plaque formation. It is believed 
that M. lepromatosis specifically causes diffuse 
lepromatous leprosy, an uncommon form of leprosy 
with only occasional cases reported worldwide, 
including Asia, Africa, North America, and South 
America. In our study, we failed to include this form 
of leprosy which may be responsible for our inability 
to identify the species. This is a major limitation of 
our study.

To conclude, we have not been able to identify the new 
species M. lepromatosis in Chinese leprosy cases.

Yan Zhang1,2,5, Yong hu Sun1,2, Chuan Wang1,2, 
Dan Liu1,2,5, Mingfei Chen1,2, Xi’an Fu1,2,  

Guizhi Zhou1, Hong Liu1,2,3,4, Furen Zhang1,2,3,4

Departments of Dermatology, 1Shandong Provincial Institute of 
Dermatology and Venereology, Shandong Academy of Medical 

Sciences, 2Shandong Provincial Key Lab for Dermatovenereology, 
3Shandong Provincial Hospital for Skin Diseases, Shandong University, 

4Shandong Provincial Medical Center for Dermatovenereology, 
5School of Medicine and Life Sciences, University of Jinan‑Shandong 

Academy of Medical Sciences, Jinan, Shandong, China

Address for correspondence: Prof. Furen Zhang,  
Shandong Provincial Institute of Dermatology and Venereology, 

27397 Jingshi Road, Jinan, Shandong Province, 250022, China. 
E‑mail: zhangfuren@hotmail.com

REFERENCES

1. Han XY, Seo YH, Sizer KC, Schoberle T, May GS, Spencer JS, et al. 
A new Mycobacterium species causing diffuse lepromatous 
leprosy. Am J Clin Path 2008;130:856‑64.

2. Han XY, Sizer KC, Velarde‑Félix JS, Frias‑Castro LO, 

Letters to 
the Editor



Indian Journal of Dermatology, Venereology, and Leprology | September-October 2015 | Vol 81 | Issue 5500

Letters to the Editor

Vargas‑Ocampo F. The leprosy agents Mycobacterium 
lepromatosis and Mycobacterium leprae in Mexico. Int J 
Dermatol 2012;51:952‑9.

3. Han XY, Sizer KC, Tan HH. Identification of the leprosy agent 
Mycobacterium lepromatosis in Singapore. J Drugs Dermatol 
2012;11:168‑72

4. Gelber RH. Leprosy (Hansen’s disease). In: Kasper DL, 
Braunwald E, Fauci AS, Editors. Harrison’s Principles of 
Internal Medicine. 16th ed. New York, NY: McGraw‑Hill; 2005. 
p. 966‑72.

Access this article online

Quick Response Code: Website: 
www.ijdvl.com

DOI: 
10.4103/0378-6323.162326

PMID:
*****

Clinical and epidemiological 
profile of sexually transmitted 
infections in a tertiary care centre 
in Kerala: A 1‑year observational 
study

Sir,
Epidemiological studies that assess the various factors 
responsible for sexually transmitted infections in 
the local population are useful for successful control 
efforts. This cross‑sectional descriptive study was 
done to analyze the demographic and epidemiological 
features of patients attending the sexually transmitted 
infections clinic at our tertiary care centre. In addition, 
the clinical pattern of the various sexually transmitted 
infections and their association with human 
immunodeficiency virus infection was also studied.

All the patients diagnosed with a new‑onset sexually 
transmitted infection (excluding isolated human 
immunodeficiency virus infection) in the department 
of dermatology and venereology, Government Medical 
College, Kozhikode, from March 2012 to March 
2013 were included in the study. Institutional ethics 
committee approval and written informed consent from 
all patients were obtained. Detailed socio‑economic and 
behavioral data were collected in a pre‑designed format. 
A complete diagnostic evaluation was performed, 
including clinical examination, routine and special 
investigations. The modified Kuppuswami classification 
was used to calculate the socio‑economic status by 
combining education, occupation and monthly family 
income.[1] Statistical analysis was performed using 
statistical package for the social sciences (SPSS) 17.0 
software. Calculation of frequency tables and plotting 
of graphs was done from the master chart. Between 
groups analysis was done by Pearson chi‑square tests, 
odds ratio and linear by linear association.

Of 156 new patients who presented during the study 
period, 95 (60.9%) were women and 61 (39.1%) were 
men. Fifty eight percent of patients were from the 
district where the hospital was located, 36.8% were 
referred from other districts another 5.2% were migrant 
laborers from other states. Almost half the patients (46% 
comprising of 23% each equally of men and women) 
had an upper middle socio‑economic status.

Among the male patients, 49% were married, 30% 
unmarried, 15% polygamous and 7% were living 
separately from their wives. Of the female patients 
68% were married, 23% living separately, 3% had 
multiple marital partners, 3% were divorcees and 2% 
were unmarried [Table 1]. There was a statistically 
significant difference in the marital status of men and 
women (P = 0.001).

The mean age of coital debut was 20.3 years. It was 
significantly lower in women (less than 18 years in 
37.8%) when compared with men (less than 18 years 
in 0.04%; P < 0.001). A higher socio‑economic status 
was associated with an older age of coital debut in 
women, and conversely, a lower age of coital debut in 
the case of men [Figures 1 and 2].

The male partners of 85 (89.5%) out of the 95 women in 
the study reported extramarital contact with commercial 
sex workers or casual partners. Almost all these 
extramarital contacts (97%), in turn, were married, thus 
forming a significant bridge population. Polygamy was 
reported by 14.8% of the male partners of the women, and 
6.6% reported bisexual behavior with both commercial 
sex workers and men who have sex with men. Male 
migrants who were away from their spouses formed 
39% of this population with sexual concurrency (more 
than one partner during a relationship).

Among the 61 men in the study, 15 (27%) reported 
homosexual activity (4% were active, 9% passive, 14% 
both active and passive). Three of them (two of whom 
were seropositive for human immunodeficiency 
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