
Gene symbolEntrez Id log2FC Adjusted P-ValueFDR Tau2 Organism Description

ABLIM1 3983 -2.43089 0.001395 0.0001 0 Homo sapiensactin binding LIM protein 1

ALDH1A1 216 2.540961 0.000496 0.0001 0 Homo sapiensaldehyde dehydrogenase 1 family member A1

ANK3 288 -3.8117 0.00062 0.0001 0 Homo sapiensankyrin 3

BCL2A1 597 2.308274 0.000799 0.0001 0 Homo sapiensBCL2 related protein A1

DYSF 8291 3.689717 2.39E-05 0.0001 0 Homo sapiensdysferlin

FAAH2 158584 -4.43478 0.000593 0.0001 0 Homo sapiensfatty acid amide hydrolase 2

FAM110C 642273 -6.15481 0.001655 0.0001 0 Homo sapiensfamily with sequence similarity 110 member C

IFI30 10437 2.85589 0.001133 0.0001 0 Homo sapiensIFI30, lysosomal thiol reductase

MORC4 79710 -2.14523 0.000629 0.0001 0 Homo sapiensMORC family CW-type zinc finger 4

MX1 4599 1.312169 0.00039 0.0001 0 Homo sapiensMX dynamin like GTPase 1

PLAUR 5329 2.426664 0.001125 0.0001 0 Homo sapiensplasminogen activator, urokinase receptor

PNKD 25953 1.946043 0.000318 0.0001 0 Homo sapiensparoxysmal nonkinesigenic dyskinesia

ZFYVE9 9372 -2.6428 0.003059 0.0001 0 Homo sapienszinc finger FYVE-type containing 9

genes selected from Healthy control (HC) vs. RR comparison
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